SUPPLEMENTAL MATERIAL
Simulations which iterated on the true random model by adding an excluded volume featured cells with two nucleoli in fixed positions, and thus differed from the random simulations which were based on the parameters outlined in Table S3 . Simulations which iterated on the true random model by adding an excluded volume and/or tethering featured cells with two nucleoli in fixed positions, and thus differed from the random simulations which were based on the parameters outlined in Table S3 .
* Excluded volume is equal to 25% of the total nuclear volume ** When indicated simulated Myc alleles were tethered within 0.5 mm of a nucleolus 
